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Certificate of Analysis 

V003 

ProQinaseTM EIF2AK4  
eukaryotic translation initiation factor 2 alpha kinase 4 
   
Recombinant Human Active Protein Kinase 

 
HGNC Symbol: EIF2AK4 
 
Synonyms: GCN2, KIAA1338 
 
Product No.: 1932-0000-1 
 
Lot: 001 
 
Description: Human EIF2AK4, full length, amino acids M1-F1649 (as 
in NCBI/Protein entry NP_001013725.2), N-terminal GST-HIS6 
fusion protein with a 3C cleavage site, expressed in Sf9 insect cells 
 
Product identity: EIF2AK4 Lot 001, was confirmed as EIF2AK4 by 
mass spectroscopy LC-ESI-MS/MS 
 
Theoretical MWFusion Protein:  214,998 Da 
 
Expression host: Sf9 insect cells 
 
Purification: GST-Affinity Chromatography 
 
Activation: This kinase was not activated by special procedures 
 
Storage buffer: 50 mM HEPES pH 7.5, 100 mM NaCl, 5 mM DTT, 
15 mM reduced glutathione, 20 % glycerol 
 
Storage temperature: -80°C 
For complete recovery, mix well and spin before use. Product must not be stored in diluted 
solutions, aliquots below 10μl are not advisable. Avoid repeated freeze-thaw cycles! 
 
Protein concentration: 0.229 μg/μl 
(Bradford method using BSA [Sigma, cat# A-7638, Lot 79H7641] as 
standard protein) 
 
Biochemical Parameters: 
Specific kinase activity (Pi transfer): 14 pmol/μg x min  
ATP-KM: 3.7 μM 
 

 

EIF2AK4 Lot 001: 
Coomassie stain 

 
 
EIF2AK4 Lot 001: 
Determination of Vmax and KM value for ATP 

 
• Assay conditions: 

60 mM HEPES-NaOH, pH 7.5 

3 mM MgCl2 

3 mM MnCl2 

3 μM Na-orthovanadate 

1.2 mM DTT 

50 μg/ml PEG20.000 

ATP (variable) 

Substrate: S6-derived peptide 5 μg/ml 

Kinase: 0.3 μg/ml 

• Filter binding assay 

MSIP membrane (Millipore) 
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Sequence information 
 

GST-EIF2AK4 Recombinant Fusion Protein Amino Acid Sequence 
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MSPILGYWKI KGLVQPTRLL LEYLEEKYEE HLYERDEGDK WRNKKFELGL EFPNLPYYID 
GDVKLTQSMA IIRYIADKHN MLGGCPKERA EISMLEGAVL DIRYGVSRIA YSKDFETLKV 
DFLSKLPEML KMFKDRLCHK TYLNGDHVTH PDFMLYDALD VVLYMDPMCL DAFPKLVCFK 
KRIEAIPQID KYLKSSKYIA WPLQGWQATF GGGDHPPKSD PMGHHHHHHG RDSLEVLFQG 
PMAGGRGAPG RGRDEPPESY PQRQDHELQA LEAIYGADFQ DLRPDACGPV KEPPEINLVL 
YPQGLTGEEV YVKVDLRVKC PPTYPDVVPE IELKNAKGLS NESVNLLKSR LEELAKKHCG 
EVMIFELAYH VQSFLSEHNK PPPKSFHEEM LERRAQEEQQ RLLEAKRKEE QEQREILHEI 
QRRKEEIKEE KKRKEMAKQE RLEIASLSNQ DHTSKKDPGG HRTAAILHGG SPDFVGNGKH 
RANSSGRSRR ERQYSVCNSE DSPGSCEILY FNMGSPDQLM VHKGKCIGSD EQLGKLVYNA 
LETATGGFVL LYEWVLQWQK KMGPFLTSQE KEKIDKCKKQ IQGTETEFNS LVKLSHPNVV 
RYLAMNLKEQ DDSIVVDILV EHISGVSLAA HLSHSGPIPV HQLRRYTAQL LSGLDYLHSN 
SVVHKVLSAS NVLVDAEGTV KITDYSISKR LADICKEDVF EQTRVRFSDN ALPYKTGKKG 
DVWRLGLLLL SLSQGQECGE YPVTIPSDLP ADFQDFLKKC VCLDDKERWS PQQLLKHSFI 
NPQPKMPLVE QSPEDSEGQD YVETVIPSNR LPSAAFFSET QRQFSRYFIE FEELQLLGKG 
AFGAVIKVQN KLDGCCYAVK RIPINPASRQ FRRIKGEVTL LSRLHHENIV RYYNAWIERH 
ERPAGPGTPP PDSGPLAKDD RAARGQPASD TDGLDSVEAA APPPILSSSV EWSTSGERSA 
SARFPATGPG SSDDEDDDED EHGGVFSQSF LPASDSESDI IFDNEDENSK SQNQDEDCNE 
KNGCHESEPS VTTEAVHYLY IQMEYCEKST LRDTIDQGLY RDTVRLWRLF REILDGLAYI 
HEKGMIHRDL KPVNIFLDSD DHVKIGDFGL ATDHLAFSAD SKQDDQTGDL IKSDPSGHLT 
GMVGTALYVS PEVQGSTKSA YNQKVDLFSL GIIFFEMSYH PMVTASERIF VLNQLRDPTS 
PKFPEDFDDG EHAKQKSVIS WLLNHDPAKR PTATELLKSE LLPPPQMEES ELHEVLHHTL 
TNVDGKAYRT MMAQIFSQRI SPAIDYTYDS DILKGNFSIR TAKMQQHVCE TIIRIFKRHG 
AVQLCTPLLL PRNRQIYEHN EAALFMDHSG MLVMLPFDLR IPFARYVARN NILNLKRYCI 
ERVFRPRKLD RFHPKELLEC AFDIVTSTTN SFLPTAEIIY TIYEIIQEFP ALQERNYSIY 
LNHTMLLKAI LLHCGIPEDK LSQVYIILYD AVTEKLTRRE VEAKFCNLSL SSNSLCRLYK 
FIEQKGDLQD LMPTINSLIK QKTGIAQLVK YGLKDLEEVV GLLKKLGIKL QVLINLGLVY 
KVQQHNGIIF QFVAFIKRRQ RAVPEILAAG GRYDLLIPQF RGPQALGPVP TAIGVSIAID 
KISAAVLNME ESVTISSCDL LVVSVGQMSM SRAINLTQKL WTAGITAEIM YDWSQSQEEL 
QEYCRHHEIT YVALVSDKEG SHVKVKSFEK ERQTEKRVLE TELVDHVLQK LRTKVTDERN 
GREASDNLAV QNLKGSFSNA SGLFEIHGAT VVPIVSVLAP EKLSASTRRR YETQVQTRLQ 
TSLANLHQKS SEIEILAVDL PKETILQFLS LEWDADEQAF NTTVKQLLSR LPKQRYLKLV 
CDEIYNIKVE KKVSVLFLYS YRDDYYRILF 
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1-218: GST   Red: HIS6-tag  Green: 3C cleavage site   blue: EIF2AK4 
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EIF2AK4 wt1 Amino Acid Sequence  
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MAGGRGAPGR GRDEPPESYP QRQDHELQAL EAIYGADFQD LRPDACGPVK EPPEINLVLY 

PQGLTGEEVY VKVDLRVKCP PTYPDVVPEI ELKNAKGLSN ESVNLLKSRL EELAKKHCGE 

VMIFELAYHV QSFLSEHNKP PPKSFHEEML ERRAQEEQQR LLEAKRKEEQ EQREILHEIQ 

RRKEEIKEEK KRKEMAKQER LEIASLSNQD HTSKKDPGGH RTAAILHGGS PDFVGNGKHR 

ANSSGRSRRE RQYSVCNSED SPGSCEILYF NMGSPDQLMV HKGKCIGSDE QLGKLVYNAL 

ETATGGFVLL YEWVLQWQKK MGPFLTSQEK EKIDKCKKQI QGTETEFNSL VKLSHPNVVR 

YLAMNLKEQD DSIVVDILVE HISGVSLAAH LSHSGPIPVH QLRRYTAQLL SGLDYLHSNS 

VVHKVLSASN VLVDAEGTVK ITDYSISKRL ADICKEDVFE QTRVRFSDNA LPYKTGKKGD 

VWRLGLLLLS LSQGQECGEY PVTIPSDLPA DFQDFLKKCV CLDDKERWSP QQLLKHSFIN 

PQPKMPLVEQ SPEDSEGQDY VETVIPSNRL PSAAFFSETQ RQFSRYFIEF EELQLLGKGA 

FGAVIKVQNK LDGCCYAVKR IPINPASRQF RRIKGEVTLL SRLHHENIVR YYNAWIERHE 

RPAGPGTPPP DSGPLAKDDR AARGQPASDT DGLDSVEAAA PPPILSSSVE WSTSGERSAS 

ARFPATGPGS SDDEDDDEDE HGGVFSQSFL PASDSESDII FDNEDENSKS QNQDEDCNEK 

NGCHESEPSV TTEAVHYLYI QMEYCEKSTL RDTIDQGLYR DTVRLWRLFR EILDGLAYIH 

EKGMIHRDLK PVNIFLDSDD HVKIGDFGLA TDHLAFSADS KQDDQTGDLI KSDPSGHLTG 

MVGTALYVSP EVQGSTKSAY NQKVDLFSLG IIFFEMSYHP MVTASERIFV LNQLRDPTSP 

KFPEDFDDGE HAKQKSVISW LLNHDPAKRP TATELLKSEL LPPPQMEESE LHEVLHHTLT 

NVDGKAYRTM MAQIFSQRIS PAIDYTYDSD ILKGNFSIRT AKMQQHVCET IIRIFKRHGA 

VQLCTPLLLP RNRQIYEHNE AALFMDHSGM LVMLPFDLRI PFARYVARNN ILNLKRYCIE 

RVFRPRKLDR FHPKELLECA FDIVTSTTNS FLPTAEIIYT IYEIIQEFPA LQERNYSIYL 

NHTMLLKAIL LHCGIPEDKL SQVYIILYDA VTEKLTRREV EAKFCNLSLS SNSLCRLYKF 

IEQKGDLQDL MPTINSLIKQ KTGIAQLVKY GLKDLEEVVG LLKKLGIKLQ VLINLGLVYK 

VQQHNGIIFQ FVAFIKRRQR AVPEILAAGG RYDLLIPQFR GPQALGPVPT AIGVSIAIDK 

ISAAVLNMEE SVTISSCDLL VVSVGQMSMS RAINLTQKLW TAGITAEIMY DWSQSQEELQ 

EYCRHHEITY VALVSDKEGS HVKVKSFEKE RQTEKRVLET ELVDHVLQKL RTKVTDERNG 

REASDNLAVQ NLKGSFSNAS GLFEIHGATV VPIVSVLAPE KLSASTRRRY ETQVQTRLQT 

SLANLHQKSS EIEILAVDLP KETILQFLSL EWDADEQAFN TTVKQLLSRL PKQRYLKLVC 

DEIYNIKVEK KVSVLFLYSY RDDYYRILF 
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blue: EIF2AK4 sequence expressed in recombinant protein 
 
 

1NCBI/Protein accession number NP_001013725.2 
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